Title of the project: Circular Dichroism and protein folding
Approximatetimerequired: 3 days

Short description of the cour se:
The aim of the course is to provide an overviewtlmmolecular basis of optical activity and,
mainly, on its application to the circular dichmigCD) of proteins. The course will help to
understand the theory behind the analysis of seagnand tertiary structure, stability and
interactions of proteins by use of CD spectroscopy.
Special topics:
* Investigation of protein secondary structure fram@V/near-Uv CD.
» Study of thermal and/or chemical unfolding and ldifgg in terms of thermodynamics
and kinetics.
« Investigation of association-induced structuralngdeand determination of binding
constants.

During the first day, the basic aspects of circuaxhroism and its application to proteins
will be introduced. In addition, the analysis o€ tthermodynamics of protein folding which
can be determined from CD data will be shown. Téeosd and third day concentration-
dependent CD measurements will be performed antysath The measurements will be
performed by using both protein samples whose skggnstructure and thermodynamic
behavior is known, and protein samples which yoghtmvish to bring along.

If you wish to bring protein samples, please cantae before the course. We then discuss the
buffer components which can be used as some cominan’t be used due to their (too)
high absorption.

In case of any questions, please feel free to conta.

contact: Swaantje Brinkmann, email: Swaantje.Brinkmann@reb.d

(Physical Chemistry I, AG Protein interactions)

The experiment will be offered: December 2013

Number of possible participants: 3



